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Table 1 Oligonucleotides used for plasmid construction. 

 

Name Forward 5’→3’ Reverse 5’→ 3’ 
mCherry AAGCTAGCCGCCACCATGGTGAGCAAGG-

GCGAG 
GCAGATCTCTTGTACAGCTCGTCCATGCC 

Full length CGAAGCTTACATGGTGGTTACCAGATC GCGTCGACTTAATTGCGAAATTTCTTCTT 
1-550 CGAAGCTTACATGGTGGTTACCAGATC CGGGATCCATTTAGGAAGTCTTCTTC 
551-756 CGCTCGAGATAGCACAAAGGCTAAACTTC GCGTCGACTTAATTGCGAAATTTCTTCTT 
631-756 CGCTCGAGGGAAAAAACGCAGAAAAG GCGTCGACTTAATTGCGAAATTTCTTCTT 
1-100 CGAAGCTTACATGGTGGTTACCAGATC CGCTCGAGATGGTGCTCAGACACAGAATA 
1-133 CGAAGCTTACATGGTGGTTACCAGATC CGCTCGAGAGTGTAAGACTCCTTTGTTGG 
1-234 CGAAGCTTACATGGTGGTTACCAGATC CGGAATTCTGCACAGGTGTACCCACGAT 
1-440 CGAAGCTTACATGGTGGTTACCAGATC CGGTCGACAGAATTATCTTTACCCTGA 
1-445 CGAAGCTTACATGGTGGTTACCAGATC CGGTCGACGAGAACTAGTAAGACAGA 
1-486 CGAAGCTTACATGGTGGTTACCAGATC CGGTCGACATTGTCACATGACAGACTTC 
1-505 CGAAGCTTACATGGTGGTTACCAGATC CCCGGATCCCAAGTAAAAATTTTTATCAGC 
101-635 GGAAGCTTCCGATACCATTTTAAGGGTAA CGGTCGACTTTTCTGCGTTTTTTCTG 
134-635 GGAAGCTTGGTCTTACACTGAAGAAATAG CGGTCGACTTTTCTGCGTTTTTTCTG 
134-440 GGAAGCTTGGTCTTACACTGAAGAAATAG CGGTCGACAGAATTATCTTTACCCTGA 
134-445 GGAAGCTTGGTCTTACACTGAAGAAATAG CGGTCGACGAGAACTAGTAAGACAGA 
631-756 
K632A 
/K633A 

CGAAGCTTGGAAAGCAGCAAGAAAAGA-
ACGACAAAAAAC GCGTCGACTTAATTGCGAAATTTCTTCTT 

631-756 
K751A 
/K752A 

CGAAGCTTGGAAAAAACGCAGAAAAG CGGGATCCTAATTGCGAAATTTCGCCGCCTTTC-
GGAACTTTTTTCC 

631-756 
K632A 
/K633A 
/K751A 
/K752A 

CGAAGCTTGGAAAGCAGCAAGAAAAGA-
ACGACAAAAAAC 

CGGGATCCTAATTGCGAAATTTCGCCGCCTTTC-
GGAACTTTTTTCC 

F.L. K632A 
/K633A 
/K751A 
/K752A 

CGAAGCTTACATGGTGGTTACCAGATC  CGGGATCCTAATTGCGAAATTTCGCCGCCTTTC-
GGAACTTTTTTCC 

101-134 CGAGATCTGATACCATTTTAAGGGTA CGAAGCTTCCTCCTTTGTTGGAGT 
NLS2 GATCGAGGGTAACTAGGAGAAGGCAGGA GATCGAGGGTAACTAGGAGAAGCCAGGA 
NLS3 TCGACAGTGTTAGGAAAAAGCCGAAAA GATCTTTTCGGCTTTTTCCTAACACTG 

NLS4 GATCGCAGGAAAAACGCAGAAAAGAAC-
GAGA AGCTTCTCGTTCTTTTCTGCGTTTTTTCTGC 

NLS6 TCGACAAAAAGTTCCGAAAGAAGAAGA-
AAA GATCTTTTCTTCTTCTTTCGGAACTTTTTG 

NoES AGCTTCGGTCTTACTAGTTCTCAGCAGTC TCGAGACTGCTGAGAACTAGTAAGACCGA 
 
 
 
 
 
 
 
 
 
 
 
 
 
Fukada et al. Table 1 


